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van Dooren MF, Alders M, Koopmans M, Brick L, Kozenko M, Harline ML, Klaassens M,
Steinraths M, Cooper NS, Edery P, Yap P, Terhal PA, van der Spek PJ, Lakeman P, Taylor RL,
Littlejohn RO, Pfundt R, Mercimek-Andrews S, Stegmann APA, Kant SG, McLean S, Joss S,
Swagemakers SMA, Douzgou S, Wall SA, Kiry S, Calpena E, Koelling N, McGowan SJ, Twigg
SRF, Mathijssen IMJ, Nellaker C, Brunner HG, Wilkie AOM. De Novo and Inherited Loss-of-
Function Variants in TLK2: Clinical and Genotype-Phenotype Evaluation of a Distinct
Neurodevelopmental Disorder. Am J Hum Genet, 102:1195-1203, 2018
Verdonschot JAJ, Hazebroek MR, Derks KWJ, Barandiaran Aizpurua A, Merken JJ, Wang P,
Bierau J, van den Wijngaard A, Schalla SM, Abdul Hamid MA, van Bilsen M, van Empel VPM,
Knackstedt C, Brunner-La Rocca HP, Brunner HG, Krapels IPC, Heymans SRB. Titin
cardiomyopathy leads to altered mitochondrial energetics, increased fibrosis and long-term life-
threatening arrhythmias. Eur Heart J. 2018 Mar 7;39(10):864-873.
Stevens SJC, van der Schoot V, Leduc MS, Rinne T, Lalani SR, Weiss MM, van Hagen JM,
Lachmeijer AMA; CAUSES Study, Stockler-Ipsiroglu SG, Lehman A, Brunner HG. De novo
mutations in the SET nuclear proto-oncogene, encoding a component of the inhibitor of histone
acetyltransferases (INHAT) complex in patients with nonsyndromic intellectual disability. Hum
Mutat. 2018
Snijders Blok L, Kleefstra T, Venselaar H, Maas S, Kroes HY, Lachmeijer AMA, van Gassen KLI,
Firth HV, Tomkins S, Bodek S; DDD Study, Ounap K, Wojcik MH, Cunniff C, Bergstrom K, Powis
Z, Tang S, Shinde DN, Au C, Iglesias AD, lzumi K, Leonard J, Abou Tayoun A, Baker SW,
Tartaglia M, Niceta M, Dentici ML, Okamoto N, Miyake N, Matsumoto N, Vitobello A, Faivre L,
Philippe C, Gilissen C, Wiel L, Pfundt R, Deriziotis P, Brunner HG, Fisher SE. De Novo Variants
Disturbing the Transactivation Capacity of POU3F3 Cause a Characteristic Neurodevelopmental
Disorder. Am J Hum Genet. 105:403-412, 2019.
van der Made Cl, Simons A, Schuurs-Hoeijmakers J, van den Heuvel G, Mantere T, Kersten S,
van Deuren RC, Steehouwer M, van Reijmersdal SV, Jaeger M, Hofste T, Astuti G, Corominas
Galbany J, van der Schoot V, van der Hoeven H, Hagmolen Of Ten Have W, Klijn E, van den
Meer C, Fiddelaers J, de Mast Q, Bleeker-Rovers CP, Joosten LAB, Yntema HG, Gilissen C,
Nelen M, van der Meer JWM, Brunner HG, Netea MG, van de Veerdonk FL, Hoischen A.
Presence of Genetic Variants Among Young Men With Severe COVID-19. JAMA 324:1-11, 2020
Kaplanis J, Samocha KE, Wiel L, Zhang Z, Arvai KJ, Eberhardt RY, Gallone G, Lelieveld SH,
Martin HC, McRae JF, Short PJ, Torene RI, de Boer E, Danecek P, Gardner EJ, Huang N, Lord J,
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Martincorena |, Pfundt R, Reijnders MRF, Yeung A, Yntema HG; Deciphering Developmental
Disorders Study, Vissers LELM, Juusola J, Wright CF, Brunner HG, Firth HV, FitzPatrick DR,
Barrett JC, Hurles ME, Gilissen C, Retterer K. Evidence for 28 genetic disorders discovered by
combining healthcare and research data. Nature. 586:757-762, 2020

Verdonschot JAJ, Merlo M, Dominguez F, Wang P, Henkens MTHM, Adriaens ME, Hazebroek
MR, Masé M, Escobar LE, Cobas-Paz R, Derks KWJ, van den Wijngaard A, Krapels IPC, Brunner
HG, Sinagra G, Garcia-Pavia P, Heymans SRB. Phenotypic clustering of dilated cardiomyopathy
patients highlights important pathophysiological differences. Eur Heart J. 2021 Jan 7,42(2).162-
174

Fridman H, Yntema HG, Mé&gi R, Andreson R, Metspalu A, Mezzavila M, Tyler-Smith C, Xue Y,
Carmi S, Levy-Lahad E, Gilissen C, Brunner HG. The landscape of autosomal-recessive
pathogenic variants in European populations reveals phenotype-specific effects. Am J Hum
Genet. 2021 Apr 1;108(4):608-619.

Vanoevelen JM, Bierau J, Grashorn JC, Lambrichs E, Kamsteeg EJ, Bok LA, Wevers RA, van der
Knaap MS, Bugiani M, Frisk JH, Colnaghi R, O'Driscoll M, Hellebrekers DMEI, Rodenburg R,
Ferreira CR, Brunner HG, van den Wijngaard A, Abdel-Salam GMH, Wang L, Stumpel CTRM.
DTYMKis essential for genome integrity and neuronal survival.Acta Neuropathol. 2022

Feb;143(2):245-262

Invited lectures:
Han Brunner has presented more than 200 lectures at international meetings and during departmental

seminars. A selection of recent invitations is listed below.

“The modular nature of genetic diseases”. Human Genetics Society of Australasia, Annual
meeting Adelaide, Australia, 03-08-2008.

“Making sense of the human phenome”. Greenberg memorial lecture Baylor college of Medicine
Houston Texas, USA, 14-05-20009.

“Clinical implications of next-generation sequencing technologies”. Genomic Disorders Meeting
Sanger Institute Cambridge, UK, 24-03-2010.

“How next generation sequencing changes clinical genetics”. German Society of Human Genetics
Regensburg, Germany, 17-03-2011.

“Human Genetics After Large-Scale Genome Sequencing: Questions for the Mouse”. International
Mammalian Genome Society (IMGS), Complex Trait Community (CTC) and the Genetics Society
of America (GSA) joint conference on Mouse Genetics, Washington, USA, 24-06-2011.

“De novo mutations and intellectual disability”. British Society of Human Genetics, Warwick, UK,
18-09-2012.

“The Genomic Future of Medicine” Ernst Klenck lecture, Center for Molecular Medicine, Cologne,
Germany, 03-10-2012.

“‘Diagnostic exome sequencing detects de novo mutations in intellectual disability”. Personal
Genomes Meeting, Cold Spring Harbor Laboratories, Cold Spring Harbor, USA,14-11-2012.
“De novo mutations and intellectual disability” Japanese Society of Human Genetics, Sendai,
Japan, 22-11-13

“Whole genome and whole exome sequencing: What is the difference?” American Society of
Human Genetics, San Diego, USA, 19-10-14
“Understanding rare diseases” International Congress of Genetics, Shenzhen, China 24-10-15
“Understanding Intellectual Disability” Human Genome Organization Meeting, Houston, USA, 1-3-
16

“Next Generation sequencing in Clinical Diagnosis” International Congress of Human Genetics
Kyoto Japan 8-4-16
“What sequencing means to the future of Clinical Genetics” Carter Lecture, British Society of
Genomic Medicine London UK 24-9-16

“The Present in Human Genetics”. 50% Anniversary European Society of Human Genetics
Meeting, Copenhagen Denmark 24-5-17

“Intellectual Ability and Disability” Galton Institute Meeting, Royal Society London. UK 15-11-17
“NGS in the Clinic” and “Understanding intellectual disability”. Asian Pacific Society of Human



Genetics, Singapore 30-10-18

“The impact of new mutations on human health” Keystone Global Health Series: Leveraging
Genome Diversity for Human and Animal Health, 26-11-18

"Recent advances in the diagnosis of genetic disorders",International Pediatric Association,
Panama, 19-3-19

Annual David Danks lecture Melbourne Children’s Hospital, Murdoch Research institute, March
2021

Human Genome Meeting Tel Aviv Israel, May 2022 (keynote)

Organization of International Meetings:
Han Brunner been involved in the organization of several international meetings. The 7 most important
are listed below:

Member of the Scientific Program Committee of the International Congress of Human Genetics,
Brisbane , Australia, 2006, and Montreal, Canada 2011

Chairman of the Scientific Program Committee of the Annual Congress of the European Society of
Human Genetics, 2003-2010

Organizer of the European School for Genetic Medicine, Bertinoro, ltaly, 2007-present

Ernst Klenck meeting of the Center of Molecular Medicine Cologne, Germany, October 2012

New frontiers Symposium, Nijmegen Center for Molecular Life Sciences, Personal Genomes,
December 2012

Genomics or Rare Disorders meeting, Sanger Institute Cambridge, UK, 2013-2016.

Keystone Meeting Leveraging Genomic Diversity in Human and Animal Heailth, Kampala, Uganda,
2018

Supervized PhD students:

No
1
2
3

4

10
11
12

13
14

15

16
17

Name Graduation Title Thesis

Joep Tuerlings 1999 Genetic aspects of male factor subertility

Ineke van der Burgt 2000 Clinical and Genetic Studies in Noonan Syndrome

Helger Yntema 2001 Molecular genetics of nonspecific X-linked mental
retardation

Griet van Buggenhout 2001 A systematic genetic-etiological survey in a Dutch

population of institutionalised mentally retarded
patients - Diagnostic investigations and implications
for medical care

Anneke den Hollander 2002 Identification of the CRB1 gene and analysis of its role
in autosomal recessive retinal dystrophies

Pascal Duijf 2005 Molecular Genetics of EEC Syndrome and Related
Disorders

Marc van Driel 2005 Bioinformatics strategies for disease gene
identification

Jacopo Celli 2005 Resolving the Molecular Basis of Human Malformation
Syndromes

Mirjam Luijendijk 2006 Elucidation of the Molecular Genetic Basis of Inherited
Hearing Impairment

Bert van der Zwaag 2006 Congenital Cranial Dysinnervation Disorders — a

genetic perspective into hereditary congenital facial
paresis and Mdébius syndrome

Jeroen van Reeuwijk 2008 Glyc-O-genetics of Walker-Warburg syndrome

Marleen Kets 2008 Hereditary colorectal cancer with unknown genetic
defect, Lynch syndrome and beyond

Tuula Rinne 2010 Getting under the skin of p63

Erik Toonen 2010 Anti-TNF pharmacogenomics in rheumatoid arthritis:
towards personalized therapeutics

Martin Oti 2010 Phenotype-guided disease investigation using
Bioinformatics

Bregje van Bon 2010 Emerging genomic disorders in mental retardation

Jayne Hehir-Kwa 2010 From Copy Number Identification To Copy Number
Interpretation



18 Terry Vrijenhoek 2011 Rare copy number variants and their effect on
Schizophrenia.
19 Christian Gilissen 2012 Disease Gene Identification through Next Generation
Sequencing
20 Janneke Schuurs- 2012 Gene identification in intellectual disability
Hoeijmakers
21 lise Feenstra 2013 Genotype-phenotype studies in rare chromosome
Aberrations
22 Joep de Ligt 2013 Bioinformatics of next generation sequencing
23 Anneke Vulto- 2014 Genetics of intellectual disability
Van Silfhout
24 Masha Umicevic 2014 Pharmacogenetics of anti-TNF treatment
25 Christiane Zweier 2014 Clinical, genetic and functional characterization of
intellectual disability disorders
26 Sonja de Munnik 2016 From Genotype to phenotype: clinical syndrome
delineation in the era of genomics
27 Lotte Wijers 2016 Etiology of congenital anorectal malformations:
Genetic and nongenetic risk factors
28 Machteld Oud 2017 Combining genotype, phenotype, and functional data
for accurate diagnosis and management of
ciliopathies
29 Margot Reijnders 2019 ID syndromes: the next generation
30 Romy van de Putte 2020 VACTERL association
31 Lot Snijders Blok 2021 Speech and language disorders
32 Job Verdonschot 2021 Genetics of dilated cardiomyopathy
Ongoing:
33 Eveline Hurkmans Pharmacogenetics of osteosarcoma treatrment
34 Dmitrijs Rots Epigenetic syndromes of development
35 Bart van der Sanden Whole genome sequencing in clinical genetics
36 Vyne van der Schoot Incidental findings in clinical exomes
37 Brechtje Hoegen Bioinformatics of untargeted metabolomics
38 Dinu Antony Ciliary syndromes
39 Wouter Steyaert Bioinformatics of rare disease
40 Anouk Janssen Noninvasive Preimplantation Genetic Testing
41 Rebekka Koeck Assisted Reproductive Technologies and methylation
of the embryo
42 Rick Essers Chromosomal instability of the early human embryo
43 Sophie Stroecks Mechanisms of genetic cardiomyopathy
44 Erdi Kiicik Bioinformatics of Long Read Sequencing
Honours:
2021: Annual David Danks lecture of the Royal Murdoch Research institute Melbourne, Australia
2020: Biannual Galjaard lecture of the Dutch Society of Human Genetics
2020: Honorary member of the Dutch Society of Human Genetics
2018: Awarded the Honorary Medal (Ehrenmedaille) of the German Society of Human Genetics
2016: Awarded the Carter Medal of the Clinical Genetics Society of Great Britain
2016: Winner of the King Faisal International Prize in Medicine (with Joris Veltman)
2016: Graziella Persico lecture CNR - Istituto di genetica e biofisica "Adriano Buzzati Traverso"
Naples
2013: Knight in the Order of the Lion of the Netherlands
2013: Elected member of the Royal Netherlands Academy of Arts and Sciences
2012: Elected member of Academia Europea.
2012: Ernst Klenk lecture of the Center for Molecular Medicine Cologne, Germany.
2012: Stanley Davidson Lecture, Royal College of Physicians, Edinburgh, Edinburgh UK.
2011: Radboud Science Award (with Dr Joris Veltman), Radboud University Nijmegen.



2009: Frank Greenberg memorial lectureship, Baylor College of Medicine, Houston USA.
1995: Ben ter Haar prize of the Clinical Genetics Society of the Netherlands.
1994: Prize of the the Dutch Organisation for Research of Neuromuscular diseases,

for research by young investigator.
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